sREAAge s

v.23.03

KATE SIMAHITR IS A 0 25
Korea Analysis Test Researcher
28 259 FEME a2y k] 7Nz
Staphylococcus aureus ATCC 6538 e
Escherichia coli ATCC 8739 i KATR
Klebsiella pneumoniae ATCC 4352 = deta
Pseudomonas aeruginosa ATCC 10145 =50 -
Escherichia coli ATCC 10536 ot
Pseudomonas aeruginosa ATCC 9027 s (FFHAE) -
Pseudomonas aeruginosa ATCC 15442 =57
Salmonella Typhimurium ATCC 14028 dadaty
Staphylococcus aureus MRSA NCCP 14752 HEIMS e ST
Enterococcus hirae ATCC 10541 F- s
Bacillus cereus ATCC 14579 BRI A ML
Bacillus cereus ATCC 21772 BRI A M2 )
iz Bacillus subtilis ATCC 6633 Iz
Bacillus licheniformis ATCC 14580 2AHHZE20|A7
Shigella flexneri ATCC 14579 2| A2t £0|=31
Staphylococcus schleiferi KCCM 41634 -
Staphylococcus intermedius KCTC 3344 QIEO|C|{ AT
Staphylococcus epidermidis ATCC 14990 BO|ZEHTR
Proteus vulgaris ATCC 29905 =7t Ad
Streptococcus mutans ATCC 25175 REtAT = 251
Streptococcus mitis ATCC 49456 O|E[AT
Streptococcus sobrinus ATCC 33478 aBe|RAd
Vibrio parahaemolyticus ATCC 17802 Ay Ee | £0|#F2
Cutibacterium acnes ATCC 6919 EEZ(0t34lIR) £0[7F3 T2t
Fusobacterium nucleatum ATCC 25586 wadotEa 7|Et 8712 = 25}
Porphyromonas gingivalis ATCC 33277 x| A rEeNER s o
Candida albicans ATCC 10231 2ot (A ERY) o2zt )
e Candida glabrata ATCC 36583 7|t Z2tEatet
Malassezia furfur ATCC 14521 Hae o223 =25
Malassezia pachydermatis ATCC 14522 H&w
Aspergillus niger ATCC 6275 S3%0|
Aspergillus brasiliensis A'?"I'TCCCC 19624024 53%0|
Aureobasidium pullulans ATCC 15233 KATR
Chaetomjum globosum ATCC 6205 { |5§§;:f'
=30l Penicillium pinophilum ATCC 11797 B -
Trichoderma virens ATCC 9645
Trichophyton rubrum ATCC 62345 M (RS, AN _ALE)
Microsporum canis ATCC 36299 HAZ A
Trichophyton mentagrophytes ATCC 32457 MR (RS HMZTYA_SE) -
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